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DHD3.5G | 90005328] 100 EH 7+15 / 6+13 2 ShER R 5.8 |100-5100-D3-1250,63-21
DHD3.5G | 90005362 90 a1 8x12 4512 2%12 2 ok Gk 5.2 |100-5090-D3-225A,63-21
DHD4G | 90005329] 115 a1 7+16 4514 2+14 2 ok Gk 8.6 [100-5115-D4-2248,63-21
DHD4G [ 90005330] 115 I 8+16 4x15 3+13 2 IR 8.6 |100-5115-D4-2218,63-21
DHD4G [ 90005331] 115 FH 8+15 / 6+13 2 IR 8.4 |100-5115-D4-1210,63-21
DHD4G | 90005363] 130 FH 8+16 / 8+15 2 IR 10.2  [100-5130-D4-1218,63-21
DHD5G | 90005332] 140 a1 7+18 4x16 3%15 2 ok Gk 15.8 [100-5140-D5-2242,63-21
DHD5G | 90005333] 152 hH 8+18 4x16 3+15 2 ok Gk 17.7 [100-5152-D5-2242,63-21
DHD6G | 90005334] 165 EH 8+16 / 11+16 2 2R 25.2 |100-5165-D6-1011,63-21
QL5G 90005336] 140 a1 7+18 416 3+15 2 AR gE 16.1  [100-5140-G5-2242,63-21
QL5G 90005337 152 hH 8+18 4x16 4+15 2 ok Gk 17.4 [100-5152-G5-2242,63-21
QL5G 90005338] 140 FH 8+16 / 7+15 2 IR 16.3 [100-5140-G5-1218,63-21
QL5G 90005421 152 FH 8+16 / 8+16 2 IR 17.8 [100-5152-G5-1211,63-21
QL6G 90005339] 165 FH 10+16 / 10+16 2 IR 24.7 |100-5165-G6-1211,63-21
QL6G 90005340 171 FH 9+16 / 9+16 3 IR 26.3 [100-5171-G6-1317,63-21
QL6G 90005417 178 FH 10+16 / 12+16 2 IR 26.3 [100-5178-G6-1211,63-21
QL6G 90005341 203 FH 10+16 / 18+16 2 IR 385 [100-5203-G6-1211,63-21
EM5 88058254 140 I 7+18 416 3+15 2 Bk 13.2  [100-5140-E5-2294,63-21
EM5 88058666] 140 I 7+18 416 3+15 2 O] 13.2  [100-5140-E5-2232,63-21
EM5 90005416] 140 EH 8+18 / 8+15 2 X2 13.2 |100-5140-E5-1211,63-21
EM5 88058264 152 T 8+18 4x15 4x14 2 JHEKF5E 15.8 [100-5152-E5-2252,63-21
EM5 88058667 152 T 8+18 4x15 4x14 2 O] 15.8 [100-5152-E5-2232,63-21
KC5 90005422 152 T 8+18 4x15 4x15 2 ShERKFFEEPCD| 17.8 [100-5152-G5-2242,63-A2
KC6 90005423 165 T 8+18 4+16 4+16 2 IR 22.5 |100-5165-G6-2211,63-21
DHD340 | 90005344] 115 T 8+15 4+13 3+13 2 IR 8.6 |100-5115-34-2210,63-21




